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Visible T-wave alternans (TWA) detected in ECGs of LQTS patients always increases the awareness regarding potential risk of cardiac events (CEs) in these patients. The occurrence of visible TWA and its association with ECG characteristics and clinical course of LQTS were evaluated in 334 carriers of LQTS gene mutations: 146 LQT1, 134 LQT2 and 54 LQT3 carriers (mean 3.2, 3.7 and 3.7 ECGs per patient, respectively, p = ns). Visible TWA was found in 34 (10%) of all LQTS carriers with the following breakdown by genotype: in 11 (8%) LQT1, 9 (7%) LQT2, and 14 (26%) LQT3 carriers (p < 0.001). Table 1 shows ECG characteristics and CEs by TWA and genotype in studied patients:

	Table 1
	
	TWA (-)
	TWA(+)
	p value

	LQT1
	QTc (ms)
	486 ± 46
	536 ± 70
	0.04

	
	HR (bpm)
	74 ± 21
	84 ± 23
	0.14

	
	CEs
	53%
	73%
	0.20

	LQT2
	QTc (ms)
	488 ± 53
	507 ± 43
	0.30

	
	HR (bpm)
	72 ± 18
	68 ± 19
	0.56

	
	CEs
	38%
	78%
	0.02

	LQT3
	QTc (ms)
	501 ± 43
	542 ± 57
	<0.01

	
	HR (bpm)
	71 ± 20
	74 ± 25
	0.62

	
	CEs
	15%
	50%
	<0.01




Prognostic significance of TWA in gene-specific Cox models for predicting CEs is shown as hazard ratios (p-values) in Table 2:

	Table 2
	LQT1
	LQT2
	LQT3

	QTc >500 ms
	1.43 (0.122)
	1.92 (0.021)
	0.69 (0.576)

	TWA (+)
	2.29 (0.030)
	3.26 (0.005)
	6.75 (0.004)




Conclusion: TWA is more frequent in patients with LQT3 than LQT or LQT2 genotypes. ECG-recorded TWA is associated with an independent risk of CEs in all three genotypes, with the risk most marked in LQT3.
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